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KR IRC EZ=EH
1 ERSEE
AFFUERLE T L h A R SR AR TR
2 BIWARE
2.1 a &% alpha factor
TERE TRV ey /KA BB h, IRG ST K Th 4 ki R AL L.
2.2 Z <3 ammonia stripping
L Bl A RS 22 Rk T B i —F 5k
2.3 FEHEHE lethal concentration; LCs
TE— B A FES R EE T, 2R A - E SO # IR
2.4 B &% beta factor
FERE PRV UR V5 /K AR B Ve 4 v, VR b s AR UL R ) — TR BE RS R Tt /K P s i
AMFMEZ L .
2.5 M4 test batch
{EBAE R MR b BE 7R 2L . B AR RIRRRE BRI TR S -
2.6 %) surcharge
FESETR IOV AAE Th, AW 5 VR T I I TR R o X AT RE S [ B K
MK A I8 o
2.7 W14 A# primary biodegradation
TEWCEMIERT, B R AR, S8 LR k.
2.8 WL RAE W% % primary anaerobic biodegradation
T IRESCEDIAE R, S UK A G5 S, T A B B 24 A0 1 A A e A A
B,
2.9 #1JEH roughing filter
TER B & B ) A LU I T 0 i A 2 IR 40 R AR 2R ki, FH DA A o i
V5 G T P 7K o 5 B A WL o v i B
2.10 KZ&4HHY) macrophytes
RAUKAEMY), WK TUKRTE KR .

2.11 /K fresh water



FER AR RARIK, BRI A Tl ORI A 2= A AR K AR K

2.12 F V4 nitrogen balance
02112, FE V.

2.13 ZAMEFF nitrogen cycle
F AR T R AL S DR F A A IR PR 7

2.14 DNA $if/i DNA damage
AN Wi 4 A2 1 25 B DNA A2 4

2.15 558748 point mutation; FEK%E4F gene mutation
PR B EE RS GRS SRS R MR, AR, AN BISRAE, ZIFRT
LIIEGE

2.16 BMEII toxicity test
P — B R S 8 (R A e, DU 2 W SO AR (R R R S

2.16. 17K IR flow-through toxicity test; ZIZAREEE R dynamic toxicity test
IR AAEIE LR LT Jr AT IR 3 156

2.16.22 AR EIRL semi-static toxicity test; & #3210 B HEIRE toxicity test with
intermittent renewal
P A I T] IR) B (o 128024 /N SR AN A (K T95%) MRt
e ] R 24 /N R SR A RS B IR S S R GG A 7] AR BT C 1 R
R

216 3 B E IR static toxicity test; AN IR I BEPEIRES toxicity test without renewal
FEIRTS A, AN S s ) B MR

2.17 XA control batch
SR IR — 53, RUITCAF I T 7E I BE TSR I R 48 ¥ 5% 00
T (EBMERPERANERAE (amuC) RE, WA AR SR R,
VKRR R R0 . T B ARV TR B R 3 55

2.18 Z &K polychlorinated biphenyls; PCBs
Z AAURIM RSP RFR, WA — K.

2.19 Mk backwashing
FHK CLIGGR 5 T e DR I B I A, 7570 LA il

2.20 &M putrefaction
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B2 RS D TC I i, 72 Rk
221 JEWI) septic
H T B Z VAR AT R O™ A LR
2.22 A1 saprobic
A UG MAT ORI o
2.23 5557 humus sludge
R IR (R AR I . T A e e T b ) s
2.24 fE (/EH)  agglomeration
UL R ORI A 2R 45 T T K TR B a5 5 R P I TR o
2.25 B 5 9% overnight culture
TG, BRI GRHEL 16 N/, LA SR R FRIEAT I I SRRl
2.26 Y& 1EH] photosynthesis
TEA G IEAE T AR B el 2 S N — A B R K & B LA -
2.27 MR (b5 Hazen number
FORKEASEME . — A hrUE R TR 1 22 vad [PONEHT (VD) RIEArEE]
B 2 2T ANK GRS (1D 748 R A Mg .
2.28 #/KJ= aquifer
B RATIZE MR A P EUR AR B AR B4R A R /K IR B KR B3 7K 2
2.29 /B reach
A € LU T i SRR T .
2.30 %112 nucleotide
FEPI A Ry IRIERS S | Jmgne . JIRIERE ) , Sl IR BRI I R T
T RSALIR e, Gt s A RE TR 2 1R 84 5
2.31 % nucleic acid
ALY R R 1 I I IR SR S 1, PR 84 i .
2.32 I BEIZIR RNA; ribonucleic acid
P RE AL D R B B2 4y 2 o FE RNA 3 55 H A JE DR 21 1R o — 4 el 4 o
7: RNA 5 DNA A, (EHIRPAIT, JREgiE (U BACT Mgmgee (T) (20
DNA, 2.82) ,

2.33 JG @AMt post-chlorination



K (BRI KBRS P AT S
2.34 3§k Vibrio sp.
IR E AR S A PR A B, )2 A TR KR . BB R B L,
LR A I I
2.35 {07 oRIERS chemical tracer
NAHINBERIRAFAE T KA, F TR Bk A=
2.36 [Al3it recirculation
S Gl e A A FR I o K, AR R FR GG I R — B IR [ B iR e I R
2.37 JL/KIX catchment area; JI./K#EHi catchment basin
JKBE AR M HE B /K T B — SO TR R X 5
2.38 V&V mixed liquor
ANV Ve B Uit s SRV A REA T IR B s T M5 e S5 5 K KT 5 4
2.39 JR A VR ETF [ 44 mixed liquor suspended solids; MLSS
TR A B R, B LA
2.40 J5 1 viable bacteria
BARUA (80 BIERE A
2.41 3EPERALHE activated carbon treatment
RV A 2R W B2 B3 7K R B 7K s A P B AS R A LA P B R o 4970 2 P Ak g e .
IR
2.42 BK ponding
H T A s bR HR) BRI 2, FEM T b H LR K .
2.43 FEH 4] genome
2 0 P A IEAL AR BN IT A BE YT (R . DNAL RNAD
2.44 S X %EHE cross connection
FRAGUE 2 18 (R R 1] B A 275 RoKBENORBIK R ST, INIMTZE A A B K A . b
FHF- RN R 7K 2R G022 18] [ — o % o
2.45 $:F seeding
NAGINE R ED TR B RGBT Bl
2.46 HFA inoculum; FEMAIEL inoculation material

R EERE RS TN IUAE Y (BT, A THaE e K w0 -
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2.47 WK zoogloeal film
T REA G SRS YA B (PR RCRE BT, 7 SR TE BN AR T L 18 IR IR}
(Y A T T 7K A B
2.48 " AEH] mineralization
A E R R F AR K. LRI TT R AN SRy B k.
2.49 FUARY [ ARBEVA expected natural community
LEWE T ACE BARMNE, 1A TN A
2.50 117 phosphorus balance
S0 2,112, e P
2.51 W —% N KR concentration-effect relationship
SR R LA TR S, A — IR T, BRI S bR 57 A i 1 ) 51
OREPS Ea
T (EEE RN (umuC) I, umuC D5 T T2 gt
LRI
2.52 HiZKIX drainage area
IKHEA — R RN XA, DX 5 A T PR E
2.53 #5975 culture medium
SCRFMAE D) A KA ] A8 TR 5
2.54 FUE F%/K  dystrophic water
B TR B ELTOR R K
2.55 7K1 water table
B H ARV SN IR N IK KR . EZ/KIETR, B T AE KI5 46, &K SR KT
o
2.56 fii#fT decantation
AT A AT B o B TR 43 B S U i
2.57 iHEVEAEY) scouring organisms
ey, i e, gl A AR G S, e TR Bk B s B L 2 R A
JEIBIERIER I A A A CAN B .
2.58 JRJK spring

F AR R ) T K



2.59 ZZRAbFE tertiary treatment
RE— BRI PR, 2 WG SR BV KD AR BRI R LA IR
YRALEL | AL BRI AE Y AR P
2.60 HEK IR BEALEE effluent polishing
KR B B A=) 5 0ok — R A B K BEA T 1) = S Ab B
2.61 BEIE M designated site
AR 53 RN FEAKAAE — BErP BT 8 I/ B R, R 7K e AR R 1 B
IKAR B IK T o
2.62 "L/ AL ecosystem
T Sk AN [ L ) A R G ) P ERSE [) (R A LA T, T I ARG R T i A 45 ) R B
2.63 £ ecology
WA A DRI B 2 TR LR R (M — 1 R
2.64 HHB#AR biodegradation
TEAKA BT 1 T35 LR (R S 20 R 5 S A WL 14 7 A o
2.65 L WBEARI B biodegradation phase
T b M 1 45 PR 2 30k ) b5 K AR WA 6 1) 90 96 T8 7 (ST o
2.66 “EHIH 4t biomineralization
F AR 5 R I AR
2.67 EY)HE biomass
4 e TR P A S B B TR
2.68 (bY€) AWM biofilm (of a sand filter)
PG IR AU IR RIS A 1) AR W A AR it s b A= 0 b A TR THT TR J
2.69 "Wt biota
IR RGP T TS I 25
2.70 “EW)4R4L biotic index
IR KA R BUE, F AR K A 1 ) e
2.71 ZZARFE A test sample
SRR B ER CnEst . EE. A1, pH T RIES FRRENE ) (ARIIRE AL .
2.72 Bk maturation pond

KRB, Tk A R AW R B TRV 7K, T BRI R o T 1) [ 4
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2.73 /K3CMHE hydrometry
TR 55 53 HT 6
2.74 /KICHL P hydrography
WEFC S MR IEE S WA TR A AR AR — TS RL o
Ve AE— S8 SR AR TE S [ T AL
2.75 /K3L%: hydrology
WEFCREK . AR B U8 Bt A7 28R T BRI — K A A ¥ . F R 2 o
2.76 #HT elutriation
RSP TAN T S HER KB K KRG Ve, ARG TR, R R
ZEIMAEY, Tk D TR (¥ 75
2.77 15284 ] retention period; Vi EAIN ] detention time
FERE MRS, KB KRR 2 S BUR G815 B IR BRI I ]
2.78 i#E)tJZ euphotic zone
BOCRERE & ARG SR 1 L 2Kk Ak
2.79 %7% mutation; H{O{AZAZ chromosomal mutation
PEWIVR SN R (RBE ) T (DNA 5L RNA) R AVEIERAS, J@H E— LR, RN
BAERTT CABEMLHR) MK, i, ¥, SEUREREINECE, s
JER T .
2.80 #EL R4 plug-flow system
/bR b CU R SERR TCIEIA D A S TE KT R v I8 B AR A, 7K 10 G TR
HEA B R RS,
2.81 i¥k sloughing
TR JIE AT 5 LA RS 5 0 PR T X A it 1y o3 8 3 2
AWM vernal sloughing; spring sloughing
ERU T AR, AT APt T 6 B 5 T RS A i I H AR K i
2.82 i W% % DNA; deoxyribonucleic acid
Fe R RNA R EE5MIT A AR AL IR 8L M) 5. 55 RNA R, DNA BRI
B R E AN S PRI TE o
2.83 F&sE ] plateau phase

R AR I BT A BISG S5 AU BN TR
;



2.84 FaEME stability
KBRS, PR/ BG e PR .
2.85 FaE MEIRES: stability test; WV F iR 4% methylene blue test
X2 AR AE B K K — Tk o RIS, 1) AR AL B I K I F O R, TR
BRLL S AE T, T Gk €0 FT 35 1 B ) DA K e
2.86 V5 Ws sludge age
FEHETR AR E OIS0 T, WSV R AR B HE A S RS TR BT (R A T VR
PRV VR VG VR R EHE O R AR HETRO V5 R
2.87 15 ezl sludge bulking
WPV I R G D, G TR, SRS AT MR S i
L.
2.88 V5 € sludge pressing
SR FHAUBEIN s 2 B e F gt R 7 iz, A3 2 T8 e 1Ak 8 1 [ A4 o
2.89 LMLV E no observed effect concentration; NOEC
Gevt2F LS T SR T 5% 0N 1 S B0 I
2.90 #ikE A4 dilution series
T2 AR, i SRR I (7K BB D BEEL I — R AT AR A -
2.91 ZEIR ) lag phase
MARIE: 46 21 FH T B gt (10 2 S 355 17 RS 386 5 BT 46 3 PO T 5 LA B P s L
D I¥ Wi gt e 8 1S B e K AR W B AR R ) 10%
2.92 #5547 littoral zone
UK A2 KAy, RO HEB S B, ARAEAE Y I3
2.93 #hEK)z halocline
LEOY JE KA rp, B bR PR B R I — 2
2.94 A MIAMYE oxygen saturation value
HRA (RRRGD izl (AR RS b T R i e W B
S5 FERER BE T AR o
2.95 %43 22 nutrient removal
TEK MR KA B, B ok B 255 B S B S AL FH R 2E4 . A2 7.

2.96 S AkiE () oxidation ditch (channel)
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AT PAT I JRAE 28 U, TE A BN, AT ke B T A 3 Iy /K el v
V5K RS
2.97 %% oxygen deficit
TEKRGET, P il IR T TR 2 72
2.98 % T4 oxygen balance
242112, P,
2.99 L EEE genotoxicity
T A R T R AR 1 B A 2 DR 3R 5 1 DR R R S P SRR P R A
2,100 L EEMERE genotoxicity test
i DNA $4) 5 DNA 18 5 S8t AL i PEAE iR 0 R 4.
2.101  5lJK abstraction
K K MATAT ZK Y5 K A Hb Bl I b B 2 0 At 7, A HCAS T 2 12 b DX /K 0 1) — 3
B RS BZHIX P 1) 53— 7K U5
2.102 S KHEIE 4 Imhoff cone
ARUE N AL, ZIBEHGI IS, AT IR 7K v a] PO R R K [ HE T 35 W 2% «
2.103 HFEY)M 2:BR nutrient removal
LEK RN RAR B, & 2 2B & R B B A A T A I K A BRI 27 D s
2.104 umuC #4L1 umuC-operon
Y% umuC FE T SRR P
2.105 umuC KA RAE LAk 2415 5 umuC UV mutagenesis and chemical repair
FEBAEFEESLIG T, A umuC FE RS2 A PR DNA it umuC A K05 52
Fl DNA #3753
2.106 PRI slick
VAR TR B S KA 00— 2005, 8 e
2.107 Ti%k % pre-exposure
FEAR IS DB U I SEEAAF N, SRR A REAT T 5% o Il 2 R
R, G RRPER A 32 IR I B BE 77 -
2.108 Fili%{t. pre-conditioning
FEIE B IR A R 2R A A T T 9% o %0 B RIS 24 S s DL R - Bk

YIAE B ool B S PR IR A A, T SERAICR
9



2.109 %57 pre-culture
(EIE BHIGFRAAE TR (TR Y, DAMRHEILIE R S8t h BE 7R 4 1o SR e i
B (gL dEEIRE) 15
2.110 J5U4:7K connate water
L5 A P A st 22 A ) — M SRR TR BRK o K AR AN R, ANE TR A (ltn
W TAMAERD
2111 JEFpEEF7 stock culture
AT CUEE A BRI Th A AR TE, B IR ORI R,
ACBRIR
2.112 B4 € vacuum filtration
VG URL YA, HEELA IR — P B T
2.113 it V- mass balance
FE—HE RGN CBIWEBIN . e KACEE) D, R Y N A R (%
Y)FAE RS T T R Z AR LR R
2.114 i34k mesophilic digestion
V5 IRAE 20~40°C R (MPERN AL, A6 BEVE I AT R Tl e AR K
2.115 HEF77K mesotrophic water
FARMEL R T8 97 BRUR U T TR 1K, A T8RRI s E IR 1A .
2.116 HFE4IH autotrophic bacteria; fLEE 7RI chemolithotrophic bacteria
B R FH AL 1 Ay W — (R e 8 01 5 117 S5 L U1 40 1
2.117 B EAHE total solids concentration
TE— B4 T, SRS R G E .
2.118 I KA WIBEfRZ biodegradation maximum level
WY, — B S W SAT WUYAS T ARSE S 26 A ) At i) () S B W B A RS (LU 49 %
FR)
2.119 HAK AT M SN S lowest observed effect concentration; LOEC
Xt ARLE, WEB REHN (p<0.05) W SZ IR I BRI .
2.120 FfICTERE N HRE S lowest ineffective dilution; LID
CERRESE T R 7K 1A B 1 IR D 4k 0 A1 ) 280 2 AR ™ A e 5 1 DA 280 1 U

JERGREAEL o
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2121 F YA Y %A% ultimate aerobic biodegradation
FEHREME T, AW EH BRI COyv HyO RITCRIEAIIN Wik, I
PR DI — 53

2.122 4 F5 8 ultimate oxygen demand; UOD
AW TET R R RS AT 75 ZE M AU B T S

2.123 AP EYFRE ultimate anaerobic biodegradation
FETESM T, B W EE I E Y FEMR L CO,v CHas HyO RITRTEAIIT ),
FEIF AR A 353«
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